PO-101 Table 2 



SEQ ID Sequence ID Gene Name Overlap Start Step * Sim * ID 

NO : X 



4 971 HCASG14R MD-1 gone product [Gailus sp . ] gp | £ 6 4 R 5 0 j S 6 4 R 3 3 70 68 44 

50_1 



76 



PO-101 Sequence Listing: 

<210> 4971 

<J11> 514 

<212> DNA 

<213> Homo sapiens 
<220> 

< 2 2 1> misc_f eature 

<222> (1) . . (1) 

<22 3> n is equal to a,t,g, or c 
<220> 

< 2 2 1> mis c_feature 
<222> (234) . . (234) 

<223> n is equal to a,t,g, or c 
<220> 

<2 2 1> mi sc_ feature 

<222> (337) . . (337) 

<2 23> n is equal to a,t,g, or c 

< 2 2 0 > 

<2 2 1> mi sc_f eature 

<222> ( 352 ) . . ( 3 52) 

<2 2 3> n is equal to a,t,g, or c 
<2 2'0> 

<2 2 1> mi sc_ feature 

<222> (354) . . (354) 

<223> n is equal to a,t,g, or c 

<2 2 0> 

<22 i> mi sc_f eature 

<222> (373 ) . . ( 373 ) 

<2 2 3> n is equal to a,t,g, or c 

<2 2 0> 

<221> misc_feature 

<222> (424) . . (424) 

<2 2 3> n :_s equal to a,t,g, or c 
<220> 

<22 1> misc_f eature 

<222> (428) . . (428) 

<22 3> n is equal to a,t,g, or c 

< 2 2 0 > 

<2 2 1> mi sc_f eature 
<222> (446) . . (446) 

<223> n is equal to a,t,g, or c 
<2 2 0> 

<221> misc_feature 
<222> (464) . . (464) 
<223> n is equal to a,t,g, or c 

< 2 2 0 > 

<221> misc_feature 
<222> (484) . . (484) 

<223> n is equal to a,t,g, or c 

< J J 0 > 

<221> misc_feature 
<222> (493) . . (493 ) 

<223> n is equal to a,t,g, or c 
<220> 



1 



<2 2 1> misc_f eature 

< 2 2 2 > (495).. (495) 

<223> n is equal to a,t,g, or c 
<220> 

<2 2 1> misc_feature 

<222> (508) . . (508) 

<223> n is equal to a,t,g, or c 

<220> 

<2 2 1> mi sc_ feature 

<222> (512) . . (512) 

<223> n is equal to a,t,g, or c 
<220> 

<2 2 1> mis cofeature 

<222> (514) . . (514) 

<223> n is equal to a,t,g, or c 

<400> 4971 

naattcgcga gatttttccc agctgcagtg gaggcggcgg tgggaaagcc tggcccacac 
6 0 

acgtggtctg tagcgacagg ctttggaagt gctctaccag agttgcgatc cattacaaga 
12 0 

ttttggcttt tctgttgaaa agtgttccaa gcaattaaaa tcaaatatca acattagatt 
1 k 0 

tqgaattatt ctgaaggaca tcaaagagct ttttcttgac ctagctctca tgtntcaagg 
240 

ctcatctgtt ttgaatttct cctatcccat ctgtgaggcg gctctgccaa gttttctttc 
3 00 

tgtggaagaa ggaaaggaga gcagatttac tatgctnggg ctgtcaataa tncngaattt 

3 60 

actatttcct cangggggat taccaggttt tgctgggact gtacaatgaa aaacggtcca 
420 

ccgnggcngt gccatggtac tatcgngtgg tccgactgtg gccntaggaa aatcacacca 

4 ft 0 

ttgnattcgg ggncnccagt ccttgatnac cnan 
514 



0 



